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3. Plant Growth Methods
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4. Preliminary Results

@ Correlations between phenotypes pre- and post- grazing stress
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Fig 1: Boxplot showing mean and interquartile ranges (n = 288 Fig 2: Scatterplot showing the correlation between day 10 Fig 3: Scatterplot showing the correlation between day 45
seeds) for day 0O seed colour (light, medium, dark) and the root length (mm) and day 45 dry biomass (g) (n = 80 plants). dry biomass (g) and day 60 dry biomass (g) (n = 80 plants).
corresponding day 10 root length (mm). Kruskal-Wallis, p < 0.001. Line shows linear regression of R? = 0.33, p < 0.001. Line shows linear regression of R? = 0.25, p < 0.001.
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